T- COFFEE,

CPU TI VE: 338 sec.

SCCRE=62

*
BAp Ave GOEOR
*

Homo_sapi e
Pan_troglo
Vacaca_nmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Dani o_reri
Oreochromi
cons

Homro_sapi e
Pan_troglo
NVacaca_rmul
Mus _muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Dani o_reri
Oreochrormi

cons

Homo_sapi e
Pan_troglo
NVacaca_rmul
Mus _muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Dani o_reri
Oreochrormi

cons

Homo_sapi e
Pan_troglo
NMacaca_rmul
Mus _rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Oreochrormi

cons

63
64
64
61
62
63
62
62
61
62

[EnY

N N

36
36
16
36
36
45
34
34
35

49

82
82
62
82
82
91
82
81
82

97

Version_6.85Tue Sep 9 14:03:25 WEST 2008
Cedric Notredame

- - NPPLLAPL- - LCLALLP- ALA- - - - - - - ARG- PRCSQPGETCLNGG
- - NPPLLAPL- - LCLALLP- ALA---- - - - ARG- PRCSQPGETCLNGG
-------------------------------- G- PRCSQPGETCLNGG
- - NPRLLTPL--LCLTLLP- ALA------- ARG- LRCSQPSGTCLNGG
- - NPRLLAPL- - LCLTLLP- ALA---- - - - ARG- LRCSQPSGTCLNGG
- - ABSACEAA - ESAANAFSHEBESCLRCSQB- [8TCENGG
VRIEPGEAAL- - - - - LLTLP- SLA---- - - - P-/A- LRCTLQSEKCNNGG
- - NNRFLVKLf- - BPAASLATV- - - - - - - AQG- QRE- - - BEYCQNGG
- - NYRFFVKL- - - - TFLI P- AL A-[ll- - - - - AQG- LKCSLPTEACLNGG

I I ) * * * % %
KCEAA- NGTEACVCGGA- FVGPRCQDPNPCL STPCKNAGTCHVVDRRG

KCEAA- NGTEACVCGGA- FVGPRCQDPNPCLSTPCKNAGTCHVVDRRG
KCEAA- NGTEACVCGGA- FVGPRCQDPNPCLSTPCKNAGTCHVVDRGG
RCEVA- NGTEACVCSGA- FVGQRCQDSNPCLSTPCKNAGTCHVVDHGG
RCEVA- NGTEACVCSGA- FVGQRCQDPSPCLSTPCKNAGTCYVVDHGG
RCEVL- NGTEACI CSGD- FVGQRCQDPNPCL SAPCKNAGTCHNVDQGG
KCEALPNGTSVCTCSSSAFVGERCQYSNPCLSSPCRNSGTCQV

| CEYKPSGEASCRCPAD- FVGAQCQFPNPCNPSPCRNGGVCRPQNQ
RCEATPNGNGECKCPSD- YVGSRCQYPNPCSPSPCRNGGECRAVSHGN

* % * * * -k ok -k k * % sk ko % * *

VADYACSCALGFSGPLCLTPLDNACLTNPCRNGGTCDLL- TLTEYKCR
VADYACSCPLGFSGPLCLTPLDNACLTNPCRNGGTCDLL- TLTEYKCR
VADYACSCPLGFSGPLCLTPLDNACLTNPCRNGGTCDLL- TLTEYKCR
TVDYACSCPLGFSGPLCLTPLDNACLANPCRNGGTCDLL- TLTEYKCR
| VDYACSCPLGFSGPLCLTPLANACLANPCRNGGTCDLL- TLTEYKCR
TVDYTCSCSLGFSGPLCLTPLDNACLSGPCRNGGTCDLL- TLTEYKCR

DYSCI CRLGYSDKLCLTPNVDNVCLNNPCRNGGTCELLSSLTQHKCR
VGVKCDCVLGFSDRLCLTPVNHACVNSPCRNGGTCSLL- TLDTFTCR
TFDFRCVCRLGFTDRLCLTPTNHACNSSPCRNGGTCHLT- ALNAYRCD

* % k % % . * - * k k *k k k¥ kx % * C *

35
35
15
35
35
44
33
33
34

48

81
81
61
81
81
90
81
80
81

96

128
128
108
128
128
137
129
127
128

144



Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochr omi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

129
129
109
129
129
138
130
128
129

145

177
177
157
177
177
186
178
176
177

193

223
223
203
223
223
232
222
222
223

241

271
271
251
271
271
280
270
270
271

- KPGL
- KPGL
- NPGL
- NPGL
- NPGL
- TPGL
TS--VP- -
SPSP- -
AQTPSP- -

*

L

GD
GD
GD
GDTT
GDTT

TGETT

QTGDTT

VQTSDTT
VQKGDT

| i ) i Y ) i Y

176
176
156
176
176
185
177
175
176

192

222
222
202
222
222
231
221
221
222

240

270
270
250
270
270
279
269
269
270

288

318
318
298
318
318
327
317
317
318

336



Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochr omi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

319
319
299
319
319
328
318
318
319

337

367
367
347
367
367
376
366
366
367

385

415
415
395
415
415
424
414
414
415

433

463
463
443
463
463
472
462
462
463

rr OO OO

*
*

366
366
346
366
366
375
365
365
366

384

414
414
394
414
414
423
413
413
414

432

462
462
442
462
462
471
461
461
462

480

510
510
490
510
510
519
509
508
510

528



Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochr omi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

511
511
491
511
511
520
510
509
511

559
559
539
559
559
568
558
557
559

607
607
587
607
607
616
606
605
607

655
655
635
655
655
664
654
653
655

558
558
538
558
558
567
557
556
558

576

606
606
586
606
606
615
605
604
606

624

654
654
634
654
654
663
653
652
654

672

702
702
682
702
702
711
701
700
702

720



Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochr omi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

703
703
683
703
703
712
702
701
703

721

751
751
731
751
751
760
750
749
751

769

799
799
779
799
799
808
798
797
799

847
847
827
847
847
856
846
845
847

865

750
750
730
750
750
759
749
748
750

768

798
798
778
798
798
807
797
796
798

816

846
846
826
846
846
855
845
844
846

864

894
894
874
894
894
903
893
892
894

912



Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochr omi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

895
895
875
895
895
904
894
893
895

913

943
943
923
943
943
952
942
941
943

961

991
991
971
991
991
1000
990
989
991

1009

1039
1039
1019
1039
1039
1048
1038
1037
1039

942
942
922
942
942
951
941
940
942

960

990
990
970
990
990
999
989
988
990

1008

1038
1038
1018
1038
1038
1047
1037
1036
1038

1056

1086
1086
1066
1086
1086
1095
1085
1084
1086




Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochr omi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

1087
1087
1067
1087
1087
1096
1086
1085
1087

1105

1135
1135
1115
1135
1135
1144
1134
1133
1135

1153

1183
1183
1163
1183
1183
1192
1182
1181
1183

1201

1231
1231
1211
1231
1231
1240
1230
1229
1231

1249

EVAAQRQGVDVARL
EVAAQRQGVDVARL
EVAAQRQGVDVAQL
EVAAQKRGI DVTLL
EVAAQKRGI DVTLL
KVAAQQRDI DVAYL
EVAAKQQGVDVANL
EVAARQQGVSVAVL
EVAAKQQGVDVAHL

PVSRSPK
PVSRSPK
PVSRSPK
PASRSPK
PASRSPK
LASRSPK
PVTHEPK
PLTGEP
PLTNEPK

1134
1134
1114
1134
1134
1143
1133
1132
1134

1152

1182
1182
1162
1182
1182
1191
1181
1180
1182

1200

1230
1230
1210
1230
1230
1239
1229
1228
1230

1248

1278
1278
1258
1278
1278
1287
1277
1276
1278

1296



Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochr omi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

Homo_sapi e
Pan_troglo
Vacaca_nul
Mus_rmuscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Greochromi

cons

1279
1279
1259
1279
1279
1288
1278
1277
1279

1297

1327
1327
1307
1327
1327
1336
1326
1325
1327

1345

1375
1375
1355
1375
1375
1384
1374
1373
1375

1393

1423
1423
1403
1423
1423
1432
1421
1420
1422

1441 R0

FPASSPCL GG
FPASSPCL GG
F SPCLGG
FPASSPCVGSNP
FPASSPCVGS
FPASSPCNVGD

YPVSSPC- NSSP
TRNVDSPC- LVNP
TPTDSLC- | SNP

LDYSFGGGAGRDI - PPPLI EEACELPECQEDAGNKVCSL QCNN
LDYSFGGGAGRDI - PPPLI EEACELPECQEDAGNKVCSL QCNN
LDYSFGGGAGRDI - PPPQlI EEACELPECQEDAGNKVCSL QCNN
LDYSFTGGAGRDI - PPPQlI EEACELPECQVDAGNKVCNL QCNN
LDYSFTGAAGRDI - PPPQlI EEACELPECQEDAGNKVCNL QCNN
LDYSFVGGAGRDI - PPPEVEEACELPECQEDAGNKVCSL QCNN

LDYEFNGGVGQDI - [BBPEI EEQCEI PVCASSSGNKI CNTQCNN
LDYSFSGGQ VEIRREEIFAQCEGRGGNAI CDTQCNN
LDYSFVGGEGR EVENSCE|I PQCDEFAGNHI CNSVCNN

*-**l* L * k - * * % C * * %

1326
1326
1306
1326
1326
1335
1325
1324
1326

1344

1374
1374
1354
1374
1374
1383
1373
1372
1374

1392

1422
1422
1402
1422
1422
1431
1420
1419
1421

1469
1469
1449
1469
1469
1478
1467
1467
1469

1488



Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus _muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrom

cons

Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrom

cons

Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrom

cons

Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrom

cons

1470
1470
1450
1470
1470
1479
1468
1468
1470

1489

1518
1518
1498
1518
1518
1527
1516
1516
1518

1537

1566
1566
1546
1566
1566
1575
1564
1564
1566

1585

1614
1614
1594
1614
1614
1623
1612
1612
1614

1633

HACGWDGGDCSL NFNDPWKNCTQSL QCWKYFSDGHCDSQCNSAGCLFD
HACGWDGGDCSL NFNDPWKNCTQSL QCWKYFSDGHCDSQCNSAGCLFD
HACGWDGGDCSL NFNDPWKNCTQSL QCWKYFSDGHCDSQCNSAGCLFD
HACGWDGGDCSL NFNDPWKNCTQSL QCWKYFSDGHCDSQCNSAGCLFD
HACGWDGGDCSL NFNDPWKNCTQSL QCWKYFSDGHCDSQCNSAGCLFD
HACGWDGGCDCSL NFNDPWKNCSQSL QCWKYFSDGRCDSQCNSAGCLFD
HACGWDGGDCSL NFNDPWKNCTQSL QCWKYFNDGKCDSQCNNAGCLYD
HACGWDGGDCSL NFDDPWQNCSAAL QCWRYFNDGKCDEQCATAGCLYD
HACGWDGGDCSL NFDDPWQNCSSAL QCWRYFNDGKCDGQCNSPGCLYD

* k% kx k k k k kK kx k k k k kx  k k k- %k %k . ok kK k- k% * k « k% * * * k *k - %

GFDCQRAEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGL DCAEHV
GFDCQRAEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGL DCAEHV
GFDCQRAEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGL DCAEHV
GFDCQLTEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGL DCAEHV
GFDCQLTEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGL DCAEHV
GFDCQHAEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGL DCAEHV
GFDCQKVEVQCNPLYDQYCRDHFQDGHCDQGCNNAECEWDGL DCSNNNM
GFDCQRLEGQCNPLYDQYCRDHYADGHCDQGCNNAECEWDGL DCADDV
GFDCQGQEGQCNPLYDQYCKDHYADGHCDQGCNNAECEWDGL DCANNNM

* % k % % * * k k k k k k k k k - kx k% - * k k k * k k¥ *x % * k k k k k k k k kx - - .

PERLAAGTLVVVVLNVPPEQLRNSSFHFLRELSRVLHTNVVFKRDAHGQ
PERLAAGTLVVVVLNVPPEQLRNSSFHFLRELSRVLHTNVVFKRDAHGQ
PERLAAGTLVVVVLNVPPEQLRNSSFHFLRELSRVLHTNVVFKRDAHGQ
PERLAAGTLVLVVLLPPDQLRNNSFHFLRELSHVLHTNVVFKRDAQGQ
PERLAAGTLVLVVLLPPDQLRNNSFHFLRDVSHVLHTNVVFKRDAQGQ
PERLAAGTLVVVVLLPPEQLRNNSFHFLRELSRVLHTNVVFKRDAQGQ
PEKLADGTLVI VVLTPPELLKNNSFNFLRELSRVLHTNVVFKKDSKGE
PQKLAVGSLVLVVHI PPDELRNRSSSFLRELSSLLHTNVVFRRDANGE
PEKLADGHLVLVVHI PPDELKNRSSAFLRELSSVLHTNVVFRRDAKGE

* * * * * * * % * * * * * * * % * :*******::*::*:
QVlI FPYYGREEELRKHPI - KRAAEGW- - - - A- APDALLGQVKASLLPG
QVlI FPYYGREEELRKHPI - KRAAEGW- - - - A- APDALLGQVKASLLPG
QVlI FPYYGREEELRKHPI - KRAAEGW- - - - A- APEALLGQVKASLLPG
QVlI FPYYGHEEELRKHPI - KRSTVGW- - - - A-T--------- SSLLPG
QVlI FPYYGREEELRKHPI - KRSAVGW- - - - A-T--------- TSLLPG
QVlI FPYYGREEELRKHPI - KRSAPGW- - - - A- TPGSLLGQAAASLLTS
YNIIPYYGSDEELTKHHI-KRSTETM----SDISTNVFNKVKNSLYT-
ALI FPYYGSEHEL SKH- - - KRS- - DW- - - - T- DPGQL VQRARRSLT- -

PNIFPYYGNEQDLVKHNVLKRSADGMPDMAS-NPASVLDQVKDGV.--

sk -k k kK . L * * * k - *

1517
1517
1497
1517
1517
1526
1515
1515
1517

1536

1565
1565
1545
1565
1565
1574
1563
1563
1565

1584

1613
1613
1593
1613
1613
1622
1611
1611
1613

1632

1655
1655
1635
1646
1646
1664
1653
1647
1658

1680



Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus _muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrom

cons

Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrom

cons

Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrom

cons

Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrom

cons

1656
1656
1636
1647
1647
1665
1654
1648
1659

1681

1704
1704
1684
1694
1694
1712
1701
1696
1707

1729

1751
1751
1731
1741
1741
1759
1748
1742
1752

1777

1799
1799
1779
1789
1789
1807
1796
1789
1800

1825

GSEGGRRRRELDPNVDVRGSI VYLEI DNRQCVQASSQCFQSATDVAAFL
GSEGGRRRRELDPNVDVRGSI VYLEI DNRQCVQASSQCFQSATDVAAFL
GGGGGRRRRELDPNVDVRGSI VYLEI DNRQCVQASSQCFQSATDVAAFL
- TSGGRQRRELDPNDI RGSI VYLEI DNRQCVQSSSQCFQSATDVAAFL
- TNGGRQRRELDPNDI HGSI VYLEI DNRQCVQSSSQCFQSATDVAAFL
- EGPGRQRRELDPNDI RGSI VYLEI DNRQCVQLSSQCFQSATDVAAFL
- SSNGRQRRELDQNEI KGSI VYLEI DNRQCFQSSL QCFQSATDVAAFL
SFLKPRTRRELDHNVEVKGSI VYLEI DNRQCFQQSDECFQSATDVAAFL
S| VSSRKRRELDPLQI KGSVVYLEI DNRQCYQQSTECFQSATDVAAFL

* * k k& k % s sk ks kK kK k kK k kK k% * * sk k k k k ok k kK k ok k%

GALASLGSLNI PYKI EAVQSETVEPPPP- AQLHFNYVAAAAFVLLFFV
GALASLGSLNI PYKI EAVQSETVEPPPP- AQLHFNYVAAAAFVLLFFV
GALASLGSLNI PYKI EAVQSESVEPPPP- AQLHFNYVAAAAFVLLFFV
GALASLGSLNI PYKI EAVKSEPVEPPLP- SQLHLVNYVAAAAFVLLFFV
GALASLGSLNI PYKI EAVKSETVEPPLP- SQLHLVNYVAAAAFVLLFFV
GALASLGSLNI PYKI EAVQSETVEPPPP- SQLHLNYLI GAAFVLLFFV
GALASHGNLNI PYKI EAVKSETGEPSKG- PPLYLVYVLVVALVVLAFI
GALASSGNLNVPYI | EAVTSEG- GPPKT- GENVYPVFLVLLALAVLALA
GALATSGNLNVPY- I EAVTSI- - RPT-GSELYPI\/YI VFLGLAALGFI

* k % % - * * k « k% * k % % * * LI * - - . *

GCGVLL SRKRRRQHGQLWFPEGFKVSEASKKKRREPL GEDSVGL KPLK
GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPL GEDSVGL KPLK
GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPL GEDSVGL KPLK
GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPL GEDSVGL KPLK
GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPLGEDSVGL KPLK
GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPLGEDSVGL KPLK
GVGVLVSRKRHREHGQLWFPEGFKVTETNKSKRRPPLGEDSVGLKPLK
AVGVVVSRKRKREHGQLWFPEGFKVNEP- KKKRREPVGEDSVGLKPLK
CLGVLVSRKRRREHGQLWFPEGFKASEPSKKKRSEPL GEDSVGL KPNVK

**::****:*:

* k k k k k kK k k¥ * % * * * % * - k k k k k k k x & - %

NASDGAL VDDNQNEWGDED- LETKKFRFEEPVVLPDLDDQTDHRQWTQ
NASDGAL VDDNQNEWGDED- LETKKFRFEEPVVLPDLDDQTDHRQWTQ
NASDGAL VDDNQNEWGDED- LETKKFRFEEPVVLPDLDDQTDHRQWTQ
NASDGAL VDDNQNEWGDED- LETKKFRFEEPVVLPDLSDQTDHRQWTQ
NASDGAL VDDNQNEWGDED- LETKKFRFEEPVVLPDLDDQTDHRQWTQ
NVSDGAL VDDNQNEWGDED- LEAKKFRFEEPVVLPDLDDQTDHRQWTQ
NSTD- - LMDDNQTEWGDEETLDSKRFRFEQEANLPDNVNDQTDRRQWTQ
N- SDSSLVDEQL SEWAEDD- TN- KRFRFEGQSI L- ENSGQL DHRQWTQ
H- SDVNL VDDNCQNEWEDED- PECKRFRFEEQANL - DLGDHTDHRKWTQ

1703
1703
1683
1693
1693
1711
1700
1695
1706

1728

1750
1750
1730
1740
1740
1758
1747
1741
1751

1776

1798
1798
1778
1788
1788
1806
1795
1788
1799

1824

1845
1845
1825
1835
1835
1853
1841
1832
1844

1872



Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus _muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrormi

cons

Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrormi

cons

Homo_sapi e
Pan_troglo
Vacaca_rmul
Mus_muscul
Rattus_nor
Cavi a_porc
Cynops_pyr
Danio_reri
Creochrormi

cons

1846
1846
1826
1836
1836
1854
1842
1833
1845

1873

1894
1894
1874
1884
1884
1902
1890
1881
1893

1921

1941
1941
1921
1931
1931
1949
1938
1929
1941

1969

QHL DAADLRNSANAPTPPQGEVDADCNDVNVRGPDGFTPLNI ASCSGG
QHL DAADLRNSANAPTPPQGEVDADCNDVNVRGPDGFTPLNI ASCSGG
QHL DAADLRNSANAPTPPQGEVDADCNDVNVRGPDGFTPLNI ASCSGG
QHL DAADLRNSANAPTPPQGEVDADCNDVNVRGPDGFTPLNI ASCSGG
QHLDAADLRVSANAPTPPQGEVDADCNDVNVRGPDGFTPLNI ASCSGG
QHLDAADLRVSANAPTPPQGEVDADCNDVNVRGPDGFTPLNI ASCSGG
QHLDAADLRI SSVAPTPPQGEI DPDCLDVNVRGPDGFTPLNI ASCSGG
QHLDAADLRLNSNVAPTPPQGQI ENDCVDVNVRGPDGFTPLNVI ASCSGG
QHLDAADLRI ESI APTPPQGDI ENGCVDVNVRGPDGFTPLNVI ASCSGG
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GLETGNSEEEEDAPA- VI SDFI YQGASLHNQTDRTGETALHLAARYSR
GLETGNSEEEEDAPA- VI SDFI YQGASLHNQTDRTGETALHLAARYSR
GLETGNSEEEEDAPA- VI SDFI YQGASLHNQTDRTGETALHLAARYSR
GLETGNSEEEEDAPA- VI SDFI YQGASLHNQTDRTGETALHLAARYSR
GLETGNSEEEEDAPA- VI SDFI YQGASLHNQTDRTGETALHLAARYSR
GLETGNSEEEEDAPA- VI SDFI YQGASLHNQTDRTGETALHLAARYSR
GLETGNSEEEEDASANVI SDFLYQGANLHNQTDRTGETALHLAARYAR
GLENENGEAEEDPSADVI TDFI YHGANLHNQTDRTGETALHLAARYAR
GLENGNSEEEEDPSAEI | SDFI YQGANLHNQTDRTGETALHLAARYAR

* % % * * * * % * sk sk k- Kk - kK * k k k kK k k k k k k k kk ok kk Kk k. Kk

SDAAKRLLEASADANI QDNVGRTPLHAAVSADAQGVFQI L 1980

SDAAKRLLEASADANI QDNN- - - - = - = = == - - - o oo - - 1960
SDAAKRLLEASADANI QDNVGRTPLHAAVSADAQGVFQI L 1960
SDAAKRLLEASADANI QDNVGRTPLHAAVS- - - - - - - - - - 1960
SDAAKRLLEASADANI QDNVGRTPLHAAVS- - - - - - - - - - 1960
SDAAKRLLEASA- - - - - - - = - - s o o e e e e e o 1960
SDAAKRLLEASANANVQDNNGRT- - - - - == - - - - === - -~ 1960
SDAAKRLLESCADANVQDNVGRTPLHAAVAAD- - - - - - - - 1960
SDAAKRLLESSADANVQDNN- - - - = = = === - - - oo oo - 1960
*********:.* 2008

1893
1893
1873
1883
1883
1901
1889
1880
1892

1920

1940
1940
1920
1930
1930
1948
1937
1928
1940

1968



