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 BAD AVG GOOD

*

Homo_sapie   :  63

Pan_troglo   :  64

Macaca_mul   :  64

Mus_muscul   :  61

Rattus_nor   :  62

Cavia_porc   :  63

Cynops_pyr   :  62

Danio_reri   :  62

Oreochromi   :  61

cons         :  62

Homo_sapie       1 --MPPLLAPL--LCLALLP-ALA-------ARG-PRCSQPGETCLNGG   35 

Pan_troglo       1 --MPPLLAPL--LCLALLP-ALA-------ARG-PRCSQPGETCLNGG   35 

Macaca_mul       1 --------------------------------G-PRCSQPGETCLNGG   15 

Mus_muscul       1 --MPRLLTPL--LCLTLLP-ALA-------ARG-LRCSQPSGTCLNGG   35 

Rattus_nor       1 --MPRLLAPL--LCLTLLP-ALA-------ARG-LRCSQPSGTCLNGG   35 

Cavia_porc       1 --MGRSDSLAGALSAGGAA-GSAAVAFSHEGGSCLRCSQP-GTCENGG   44 

Cynops_pyr       1 MRIPGFAAL-----LLTLP-SLA-------P-A-LRCTLQSEKCMNGG   33 

Danio_reri       1 --MNRFLVKLT-L-LTAASLATV-------AQG-QRC---SEYCQNGG   33 

Oreochromi       1 --MYRFFVKL----TFLIP-AIA-I-----AQG-LKCSLPTEACLNGG   34 

cons             1                                 .  :*      * ***   48 

Homo_sapie      36 KCEAA-NGTEACVCGGA-FVGPRCQDPNPCLSTPCKNAGTCHVVDRRG   81 

Pan_troglo      36 KCEAA-NGTEACVCGGA-FVGPRCQDPNPCLSTPCKNAGTCHVVDRRG   81 

Macaca_mul      16 KCEAA-NGTEACVCGGA-FVGPRCQDPNPCLSTPCKNAGTCHVVDRGG   61 

Mus_muscul      36 RCEVA-NGTEACVCSGA-FVGQRCQDSNPCLSTPCKNAGTCHVVDHGG   81 

Rattus_nor      36 RCEVA-NGTEACVCSGA-FVGQRCQDPSPCLSTPCKNAGTCYVVDHGG   81 

Cavia_porc      45 RCEVL-NGTEACICSGD-FVGQRCQDPNPCLSAPCKNAGTCHMVDQGG   90 

Cynops_pyr      34 KCEALPNGTSVCTCSSSAFVGERCQYSNPCLSSPCRNSGTCQVDIRGN   81 

Danio_reri      34 ICEYKPSGEASCRCPAD-FVGAQCQFPNPCNPSPCRNGGVCRPQMQGN   80 

Oreochromi      35 RCEATPNGNGECKCPSD-YVGSRCQYPNPCSPSPCRNGGECRAVSHGN   81 

cons            49  **   .*   * * .  :** :** ..** .:**:*.* *    : .   96 

Homo_sapie      82 VADYACSCALGFSGPLCLTPLDNACLTNPCRNGGTCDLL-TLTEYKCR  128 

Pan_troglo      82 VADYACSCPLGFSGPLCLTPLDNACLTNPCRNGGTCDLL-TLTEYKCR  128 

Macaca_mul      62 MADYACSCPLGFSGPLCLTPLDNACLTNPCRNGGTCDLL-TLTEYKCR  108 

Mus_muscul      82 TVDYACSCPLGFSGPLCLTPLDNACLANPCRNGGTCDLL-TLTEYKCR  128 

Rattus_nor      82 IVDYACSCPLGFSGPLCLTPLANACLANPCRNGGTCDLL-TLTEYKCR  128 

Cavia_porc      91 TVDYTCSCSLGFSGPLCLTPLDNACLSGPCRNGGTCDLL-TLTEYKCR  137 

Cynops_pyr      82 TVDYSCICRLGYSDKLCLTPMDNVCLNNPCRNGGTCELLSSLTQHKCR  129 

Danio_reri      81 EVGVKCDCVLGFSDRLCLTPVNHACMNSPCRNGGTCSLL-TLDTFTCR  127 

Oreochromi      82 TFDFRCVCRLGFTDRLCLTPTNHACMSSPCRNGGTCHLT-ALNAYRCD  128 

cons            97   .  * * **::. *****  :.*: .******** *  :*  . *   144 



Homo_sapie     129 CPPGWSGKSCQQADPCASNPCANGGQCLPFEASYICHCPPSFHGPTCR  176 

Pan_troglo     129 CPPGWSGKSCQQADPCASNPCANGGQCLPFEASYICHCPPSFHGPTCR  176 

Macaca_mul     109 CPPGWSGKSCQQADPCASNPCANGGQCLPFEASYICHCPPSFHGPTCR  156 

Mus_muscul     129 CPPGWSGKSCQQADPCASNPCANGGQCLPFESSYICRCPPGFHGPTCR  176 

Rattus_nor     129 CPPGWSGKSCQQADPCASNPCANGGQCLPFESSYICGCPPGFHGPTCR  176 

Cavia_porc     138 CPPGWSGKSCQQADPCASNPCANGGHCLPFESTYICGCRPGFHGSTCR  185 

Cynops_pyr     130 CPPGWTGETCQQADPCASNPCGNGGQCVPFEAQYVCKCPPAYHGPTCK  177 

Danio_reri     128 CQPGWSGKTCQLADPCASNPCANGGQCSAFESHYICTCPPNFHGQTCR  175 

Oreochromi     129 CPPGWSGKTCQAANPCASNPCANGGLCSALESTYICKCPRAFTGQTCK  176 

cons           145 * ***:*::** *:*******.*** * .:*: *:* *   : * **:  192 

Homo_sapie     177 QDVNECGQ--KPGLCRHGGTCHNEVGSYRCVCRATHTGPNCERPYVPC  222 

Pan_troglo     177 QDVNECGQ--KPGLCRHGGTCHNEVGSYRCVCRATHTGPNCERPYVPC  222 

Macaca_mul     157 QDVNECGQ--NPGLCRHGGTCHTEVGSYRCVCRATHTGPNCERPYVPC  202 

Mus_muscul     177 QDVNECSQ--NPGLCRHGGTCHNEIGSYRCACRATHTGPHCELPYVPC  222 

Rattus_nor     177 QDVNECSQ--NPGLCRHGGTCHNEIGSYRCACRATHTGPHCELPYVPC  222 

Cavia_porc     186 QDVNECSQ--TPGLCRNGGTCHNEVGSYRCACRPTHMGSNCELPYVPC  231 

Cynops_pyr     178 LDINECTS--VP--CKNGGTCVNEVGSYQCTCRPEYTGRNCENLYVPC  221 

Danio_reri     176 QDVNECAVSPSP--CRNGGTCINEVGSYLCRCPPEYTGPHCQRLYQPC  221 

Oreochromi     177 QDVNECAQTPSP--CLNGGVCVNEVGSYHCRCPQEYTGQHCENPYLPC  222 

cons           193  *:***     *  * :**.* .*:*** * *   : * :*:  * **  240 

Homo_sapie     223 SPSPCQNGGTCRPTGDVTHECACLPGFTGQNCEENIDDCPGNNCKNGG  270 

Pan_troglo     223 SPSPCQNGGTCRPTGDVTHECACLPGFTGQNCEENIDDCPGNNCKNGG  270 

Macaca_mul     203 SPSPCQNGGTCRPTGDVTHECACLPGFTGQNCEENIDDCPGNNCKNGG  250 

Mus_muscul     223 SPSPCQNGGTCRPTGDTTHECACLPGFAGQNCEENVDDCPGNNCKNGG  270 

Rattus_nor     223 SPSPCQNGGTCRPTGDTTHECACLPGFAGQNCEENVDDCPGNNCKNGG  270 

Cavia_porc     232 SPSPCQNGGTCRPTGETTHECACLPGFTGQNCEDNVDDCPGNSCRNGG  279 

Cynops_pyr     222 YPSPCQNGGTCRQTGDTTYECACLPGFDSQNCEVNIDDCPGNTCKNGG  269 

Danio_reri     222 LPSPCRSGGTCVQTSDTTHTCSCLPGFTGQTCEHNVDDCTQHACENGG  269 

Oreochromi     223 SPSPCQNGGTCVQKGDTAYDCSCLPGFTGHNCEVNIDDCPGHNCQNGG  270 

cons           241  ****:.****  ..:.:: *:***** .:.** *:***. : *.***  288 

Homo_sapie     271 ACVDGVNTYNCRCPPEWTGQYCTEDVDECQLMPNACQNGGTCHNTHGG  318 

Pan_troglo     271 ACVDGVNTYNCRCPPEWTGQYCTEDVDECQLMPNACQNGGTCHNTHGG  318 

Macaca_mul     251 ACVDGVNTYNCRCPPEWTGQYCTEDVDECQLMPNACQNGGTCHNTHGG  298 

Mus_muscul     271 ACVDGVNTYNCRCPPEWTGQYCTEDVDECQLMPNACQNGGTCHNTHGG  318 

Rattus_nor     271 ACVDGVNTYNCRCPPEWTGQYCTEDVDECQLMPNACQNAGTCHNSHGG  318 

Cavia_porc     280 ACVDGVNTYNCRCPPEWTGQFCTEDVDECQLMPNACQNGGTCHNTQGG  327 

Cynops_pyr     270 TCVDGVNTYNCQCPPEWTGQYCTEDVDECQLMPNACQNGGTCHNNHGG  317 

Danio_reri     270 PCIDGINTYNCHCDKHWTGQYCTEDVDECELSPNACQNGGTCHNTIGG  317 

Oreochromi     271 VCVDGVNTYNCRCPPHYTGQYCTENVDECELMPNACQNGGTCHDTHGG  318 

cons           289  *:**:*****:*  .:***:***:****:* ******.****:. **  336 



Homo_sapie     319 YNCVCVNGWTGEDCSENIDDCASAACFHGATCHDRVASFYCECPHGRT  366 

Pan_troglo     319 YNCVCVNGWTGEDCSENIDDCASAACFHGATCHDRVASFYCECPHGRT  366 

Macaca_mul     299 YNCVCVNGWTGEDCSENIDDCASAACFHGATCHDRVASFYCECPHGRT  346 

Mus_muscul     319 YNCVCVNGWTGEDCSENIDDCASAACFQGATCHDRVASFYCECPHGRT  366 

Rattus_nor     319 YNCVCVNGWTGEDCSDNIDDCASAACFQGATCHDRVASFYCECPHGRT  366 

Cavia_porc     328 YNCVCVNGWTGEDCSENIDDCASAACFNGATCHDRVASFYCECPHGRT  375 

Cynops_pyr     318 YNCVCVNGWTGEDCSENIDDCANAACHSGATCHDRVASFYCECPHGRT  365 

Danio_reri     318 FHCVCVNGWTGDDCSENIDDCASAACSHGATCHDRVASFFCECPHGRT  365 

Oreochromi     319 YHCVCVNGWTGDDCSENIDDCASAACHHGATCHDRVASFFCECPHGRT  366 

cons           337 ::*********:***:******.***  ***********:********  384 

Homo_sapie     367 GLLCHLNDACISNPCNEGSNCDTNPVNGKAICTCPSGYTGPACSQDVD  414 

Pan_troglo     367 GLLCHLNDACISNPCNEGSNCDTNPVNGKAICTCPSGYTGPACSQDVD  414 

Macaca_mul     347 GLLCHLNDACISNPCNEGSNCDTNPVNGKAICTCPSGYTGPACSQDVD  394 

Mus_muscul     367 GLLCHLNDACISNPCNEGSNCDTNPVNGKAICTCPSGYTGPACSQDVD  414 

Rattus_nor     367 GLLCHLNDACISNPCNEGSNCDTNPVNGKAICTCPRGYTGPACSQDVD  414 

Cavia_porc     376 GLLCHLNDACISNPCNEGSNCDTNPVNGKAICTCPSGYTGPACSQDVD  423 

Cynops_pyr     366 GLLCHLNDACISSPCNEGANCDTNPVNGKAICTCPSGYMGPACIQDVD  413 

Danio_reri     366 GLLCHLDDACISNPCQKGSNCDTNPVSGKAICTCPPGYTGSACNQDID  413 

Oreochromi     367 GLLCHLDDACISNPCQKGSNCDTNPVNGKAICTCPPGYTGSACNLDID  414 

cons           385 ******:*****.**::*:*******.******** ** *.**  *:*  432 

Homo_sapie     415 ECSLGANPCEHAGKCINTLGSFECQCLQGYTGPRCEIDVNECVSNPCQ  462 

Pan_troglo     415 ECSLGANPCEHAGKCINTLGSFECQCLQGYTGPRCEIDVNECVSNPCQ  462 

Macaca_mul     395 ECSLGANPCEHAGKCINTLGSFECQCLQGYTGPRCEIDVNECVSNPCQ  442 

Mus_muscul     415 ECALGANPCEHAGKCLNTLGSFECQCLQGYTGPRCEIDVNECISNPCQ  462 

Rattus_nor     415 ECALGANPCEHAGKCLNTLGSFECQCLQGYTGPRCEIDVNECISNPCQ  462 

Cavia_porc     424 ECALGANPCEHAGKCINTLGSFECQCLQGYSGPRCEIDVNECISNPCQ  471 

Cynops_pyr     414 ECSLGANPCEHAGRCLNTLGSFQCQCSPGYTGPRCEMDVNECLSNPCK  461 

Danio_reri     414 ECSLGANPCEHGGRCLNTKGSFQCKCLQGYEGPRCEMDVNECKSNPCQ  461 

Oreochromi     415 ECSLGANPCEHGGRCLNTKGSFQCKCLQGYEGPRCEMDVNECMSNPCN  462 

cons           433 **:********.*:*:** ***:*:*  ** *****:***** ****:  480 

Homo_sapie     463 NDATCLDQIGEFQCICMPGYEGVHCEVNTDECASSPCLHNGRCLDKIN  510 

Pan_troglo     463 NDATCLDQIGEFQCICMPGYEGVHCEVNTDECASSPCLHNGRCLDKIN  510 

Macaca_mul     443 NDATCLDQIGEFQCICMPGYEGVHCEVNTDECASSPCLHNGRCLDKIN  490 

Mus_muscul     463 NDATCLDQIGEFQCICMPGYEGVYCEINTDECASSPCLHNGHCMDKIN  510 

Rattus_nor     463 NDATCLDQIGEFQCICMPGYEGVYCEINTDECASSPCLHNGRCVDKIN  510 

Cavia_porc     472 NDATCLDQIGEFQCICMPGYEGLYCEVNTDECASSPCLHNGRCLDRVS  519 

Cynops_pyr     462 NDATCLDQIGEFHCICMPGYEGVFCQTNTDECASSPCLHNGRCIDKIN  509 

Danio_reri     462 NDATCLDQIGGFHCICMPGYEGVFCQINSDDCASQPCLN-GKCIDKIN  508 

Oreochromi     463 NDATCLDQIGGFHCICMPGYEGVFCHINTDECASQPCLNNGKCIDKIN  510 

cons           481 ********** *:*********:.*. *:*:***.***: *:*:*::.  528 



Homo_sapie     511 EFQCECPTGFTGHLCQYDVDECASTPCKNGAKCLDGPNTYTCVCTEGY  558 

Pan_troglo     511 EFQCECPTGFTGHLCQYDVDECASTPCKNGAKCLDGHNTYTCVCTEGY  558 

Macaca_mul     491 EFQCECPTGFTGHLCQYDVDECASTPCKNGAKCLDGPNTYTCVCTEGY  538 

Mus_muscul     511 EFQCQCPKGFNGHLCQYDVDECASTPCKNGAKCLDGPNTYTCVCTEGY  558 

Rattus_nor     511 EFLCQCPKGFSGHLCQYDVDECASTPCKNGAKCLDGPNTYTCVCTEGY  558 

Cavia_porc     520 EFLCECPTGFSGHLCQYDVDECASTPCRNGAKCLDGPNTYSCVCTEGY  567 

Cynops_pyr     510 EFHCECPIGFNGPLCQYDIDECASTPCKNGAKCLDGANSYTCDCAEGY  557 

Danio_reri     509 SFHCECPKGFSGSLCQVDVDECASTPCKNGAKCTDGPNKYTCECTPGF  556 

Oreochromi     511 SFHCECPKGFSGSLCQVDVDECASTPCKNGAKCTDGPNKYTCECAEGY  558 

cons           529 .* *:** **.* *** *:********:***** ** *.*:* *: *:  576 

Homo_sapie     559 TGTHCEVDIDECDPDPCHYGSCKDGVATFTCLCRPGYTGHHCETNINE  606 

Pan_troglo     559 TGTHCEVDIDECDPDPCHYGSCKDGVATFTCLCRPGYTGHHCETNINE  606 

Macaca_mul     539 TGMHCEVDIDECDPDPCHYGSCKDGVATFTCLCRPGYTGHHCETNINE  586 

Mus_muscul     559 TGTHCEVDIDECDPDPCHYGSCKDGVATFTCLCQPGYTGHHCETNINE  606 

Rattus_nor     559 TGTHCEVDIDECDPDPCHIGLCKDGVATFTCLCQPGYTGHHCETNINE  606 

Cavia_porc     568 TGIHCEVDINECDPDPCHYGSCKDGVAAFTCLCQPGYTGHHCETNINE  615 

Cynops_pyr     558 SGFHCETDIDECDPDPCHYGTCSDGIAGFTCHCEPGYTGHRCEIDVNE  605 

Danio_reri     557 SGIHCELDINECASSPCHYGVCRDGVASFTCDCRPGYTGRLCETNINE  604 

Oreochromi     559 TGQHCEIDINECYSNPCHYGTCRDGLASFTCQCRPGYTGRLCETNINE  606 

cons           577 :* *** **:** ..*** * * **:* *** *.*****: ** ::**  624 

Homo_sapie     607 CSSQPCRHGGTCQDRDNAYLCFCLKGTTGPNCEINLDDCASSPCDSGT  654 

Pan_troglo     607 CSSQPCRHGGTCQDRDNAYLCFCLKGTTGPNCEINLDDCASSPCDSGT  654 

Macaca_mul     587 CSSQPCRHGGTCQDRDNAYLCFCLKGTTGPNCEINLDDCASSPCDSGT  634 

Mus_muscul     607 CHSQPCRHGGTCQDRDNSYLCLCLKGTTGPNCEINLDDCASNPCDSGT  654 

Rattus_nor     607 CHSQPCRHGGTCQDRDNYYLCLCLKGTTGPNCEINLDDCASNPCDSGT  654 

Cavia_porc     616 CASQPCRHGGTCQDRDNAYLCLCLKGTTGPNCEINLDDCASSPCDAGT  663 

Cynops_pyr     606 CQSMPCQNGGECQDRKNSYSCRCPKGTTGVNCEINMDDCASSPCDYGK  653 

Danio_reri     605 CLSQPCRNGGTCQDRENAYICTCPKGTTGVNCEINIDDCKRKPCDYGK  652 

Oreochromi     607 CLSQPCKNGGICQDKENAYICSCPQGTAGFNCEVNLDDCKSKPCDYGK  654 

cons           625 * * **::** ***:.* * * * :**:* ***:*:***  .*** *.  672 

Homo_sapie     655 CLDKIDGYECACEPGYTGSMCNINIDECAGNPCHNGGTCEDGINGFTC  702 

Pan_troglo     655 CLDKIDGYECACEPGYTGSMCNINIDECVGNPCHNGGTCEDGINGFTC  702 

Macaca_mul     635 CLDKIDGYECACEPGYTGSMCNINIDECAGNPCHNGGTCQDGINGFTC  682 

Mus_muscul     655 CLDKIDGYECACEPGYTGSMCNVNIDECAGSPCHNGGTCEDGIAGFTC  702 

Rattus_nor     655 CLDKIDGYECACEPGYTGSMCNVNIDECAGSPCHNGGTCEDGIAGFTC  702 

Cavia_porc     664 CLDKIDGYECACEPGYTGSMCNINIDECAGSPCHNGGTCEDGINSFTC  711 

Cynops_pyr     654 CIDRINGYECACEPGYTGIMCNINIDECDSNPCHNGGTCKDGINGFTC  701 

Danio_reri     653 CIDKINGYECVCEPGYSGSMCNINIDDCALNPCHNGGTCIDGVNSFTC  700 

Oreochromi     655 CIDKINGYECACEPGYTGAMCNINIDDCAINPCHNGGTCVDGINSFTC  702 

cons           673 *:*:*:****.*****:* ***:***:*  .******** **: .***  720 



Homo_sapie     703 RCPEGYHDPTCLSEVNECNSNPCVHGACRDSLNGYKCDCDPGWSGTNC  750 

Pan_troglo     703 RCPEGYHDPTCLSEVNECNSNPCVHGACRDSLNGYKCDCDPGWSGTNC  750 

Macaca_mul     683 RCPEGYHDPTCLSEVNECNSNPCVHGACRDSLNGYKCDCDPGWSGTNC  730 

Mus_muscul     703 RCPEGYHDPTCLSEVNECNSNPCIHGACRDGLNGYKCDCAPGWSGTNC  750 

Rattus_nor     703 RCPEGYHDPTCLSEVNECNSNPCIHGACRDGLNGYKCDCAPGWSGTNC  750 

Cavia_porc     712 RCPEGYHDPTCLSEVNECSSNPCIHGSCQDSLNGYWCDCDSGWSGTNC  759 

Cynops_pyr     702 VCPQGYQDPTCLSEVNECNSNPCIHGRCHDGINGYRCDCDPGWSGTNC  749 

Danio_reri     701 LCPDGFRDATCLSQHNECSSNPCIHGSCLDQINSYRCVCEAGWMGRNC  748 

Oreochromi     703 LCPEGYNDATCLSEVDECSSNPCIHGRCQDLLNGYKCTCDSGWSGQNC  750 

cons           721  **:*:.*.****: :**.****:** * * :*.* * * .** * **  768 

Homo_sapie     751 DINNNECESNPCVNGGTCKDMTSGYVCTCREGFSGPNCQTNINECASN  798 

Pan_troglo     751 DINNNECESNPCVNGGTCKDMTSGYVCTCREGFSGPNCQTNINECASN  798 

Macaca_mul     731 DINNNECESNPCVNGGTCKDMTSGYVCTCREGFSGPNCQTNINECASN  778 

Mus_muscul     751 DINNNECESNPCVNGGTCKDMTSGYVCTCREGFSGPNCQTNINECASN  798 

Rattus_nor     751 DINNNECESNPCVNGGTCKDMTSGYVCTCREGFSGPNCQTNINECASN  798 

Cavia_porc     760 DINNNECESNPCVNGGTCRDMTSGYVCTCREGFSGPNCQTNINECASN  807 

Cynops_pyr     750 DINNNECDSNPCMNGGTCKDMTSGYLCACRDGFSGPNCQTNINECASN  797 

Danio_reri     749 DININECLSNPCVNGGTCKDMTSGYLCTCRAGFSGPNCQMNINECASN  796 

Oreochromi     751 DINNNECESNPCMNGGTCKDMTSGYHCTCRVGFTGPNCQTNINECASN  798 

cons           769 *** *** ****:*****:****** *:** **:***** ********  816 

Homo_sapie     799 PCLNQGTCIDDVAGYKCNCLLPYTGATCEVVLAPCAPSPCRNGGECRQ  846 

Pan_troglo     799 PCLNQGTCIDDVAGYKCNCLLPYTGDTCEVVLAPCAPSPCRNGGECRQ  846 

Macaca_mul     779 PCLNQGTCIDDVAGYKCNCLLPYTGATCEVVLAPCAPSPCRNGGECRE  826 

Mus_muscul     799 PCLNQGTCIDDVAGYKCNCPLPYTGATCEVVLAPCATSPCKNSGVCKE  846 

Rattus_nor     799 PCLNQGTCIDDVAGYKCNCPLPYTGATCEVVLAPCATSPCKNSGVCKE  846 

Cavia_porc     808 PCLNQGTCIDDVAGYKCNCLLPYTGTTCEVVLAPCAPSPCKNSGVCRE  855 

Cynops_pyr     798 PCLNQGTCIDDVAGYNCNCLLPYTGPTCGEVLAPCSDNPCKNGGECGE  845 

Danio_reri     797 PCLNQGSCIDDVAGFKCNCMLPYTGEVCENVLAPCSPRPCKNGGVCRE  844 

Oreochromi     799 PCLNQGTCIDDVAGYKCNCLLPYTGENCETLLAPCSPRPCKNGGICKE  846 

cons           817 ******:*******::*** *****  *  :****:  **:*.* * :  864 

Homo_sapie     847 SEDYESFSCVCPTGWQGQTCEVDINECVLSPCRHGASCQNTHGGYRCH  894 

Pan_troglo     847 SEDYESFSCVCPTGWQGQTCEVDINECVLSPCRHGASCQNTHGGYRCH  894 

Macaca_mul     827 SEDYESFSCVCPTGWQGQTCEVDINECVVSPCRHGASCQNTHGGYRCH  874 

Mus_muscul     847 SEDYESFSCVCPTGWQGQTCEVDINECVKSPCRHGASCQNTNGSYRCL  894 

Rattus_nor     847 SEDYESFSCVCPTGWQGQTCEIDINECVKSPCRHGASCQNTNGSYRCL  894 

Cavia_porc     856 SEDYESFSCICPSGWQGQTCEVDINECVKSPCRHGASCQNTNGDYRCH  903 

Cynops_pyr     846 SEDYESFSCSCPAGWQGQTCEIDINECVKSPCRNGAVCQNTDGSYRCN  893 

Danio_reri     845 SEDFQSFSCNCPAGWQGQTCEVDINECVRNPCTNGGVCENLRGGFQCR  892 

Oreochromi     847 SEDYQSFSCICPEGWQGQTCEIDINECVKSPCRNGALCLNTMGGYQCK  894 

cons           865 ***::**** ** ********:****** .** :*. * *  *.::*   912 



Homo_sapie     895 CQAGYSGRNCETDIDDCRPNPCHNGGSCTDGINTAFCDCLPGFRGTFC  942 

Pan_troglo     895 CQAGYSGRNCETDIDDCRPNPCHNGGSCTDGINTAFCECLPGFRGTFC  942 

Macaca_mul     875 CQAGYSGRNCETDIDDCRPNPCHNGGSCTDGINTAFCDCLPGFQGTFC  922 

Mus_muscul     895 CQAGYTGRNCESDIDDCRPNPCHNGGSCTDGINTAFCDCLPGFQGAFC  942 

Rattus_nor     895 CQAGYTGRNCESDIDDCRPNPCHNGGSCTDGVNAAFCDCLPGFQGAFC  942 

Cavia_porc     904 CQAGYTGRDCETDVDDCRPNPCHNGGSCTDGVNTAFCDCLPGFQGAFC  951 

Cynops_pyr     894 CKAGYSGRHCETDIDDCLPNPCHSGGSCSDGINAFFCNCLAGFRGPKC  941 

Danio_reri     893 CNPGFTGALCENDIDDCEPNPCSNGGVCQDRVNGFVCVCLAGFRGERC  940 

Oreochromi     895 CQPGYSGQKCETDIDDCKPNPCSNGGLCRDGINSFTCTCPPGFRGGRC  942 

cons           913 *:.*::*  **.*:*** **** .** * * :*   * * .**:*  *  960 

Homo_sapie     943 EEDINECASDPCRNGANCTDCVDSYTCTCPAGFSGIHCENNTPDCTES  990 

Pan_troglo     943 EEDINECASDPCRNGANCTDCVDSYTCTCPAGFSGIHCENNTPDCTES  990 

Macaca_mul     923 EEDINECASDPCRNGANCTDCVDSYTCTCPAGFSGIHCENNTPDCTES  970 

Mus_muscul     943 EEDINECASNPCQNGANCTDCVDSYTCTCPVGFNGIHCENNTPDCTES  990 

Rattus_nor     943 EEDINECATNPCQNGANCTDCVDSYTCTCPTGFNGIHCENNTPDCTES  990 

Cavia_porc     952 EEDINECASSPCRNGANCTDCVDSYTCTCPAGFNGIHCENNTPDCTES  999 

Cynops_pyr     942 EEDINECASNPCKNGANCTDCVNSYTCTCPSGFSGIHCENNTPDCTES  989 

Danio_reri     941 AEDIDECVSAPCRNGGNCTDCVNSYTCSCPAGFSGINCEINTPDCTES  988 

Oreochromi     943 EQDINECESNPCRNGANCTDCVNSYTCTCPPGFSGINCEINTNDCTDS  990 

cons           961  :**:** : **:**.******:****:** **.**:** ** ***:* 1008 

Homo_sapie     991 SCFNGGTCVDGINSFTCLCPPGFTGSYCQHDVNECDSQPCLHGGTCQD 1038 

Pan_troglo     991 SCFNGGTCVDGINSFTCLCPPGFTGSYCQHDVNECDSQPCLHGGTCQD 1038 

Macaca_mul     971 SCFNGGTCVDGINSFTCLCPPGFTGSYCQHDVNECDSQPCLHGGTCQD 1018 

Mus_muscul     991 SCFNGGTCVDGINSFTCLCPPGFTGSYCQYDVNECDSRPCLHGGTCQD 1038 

Rattus_nor     991 SCFNGGTCVDGINSFTCLCPPGFTGSYCQYDVNECDSRPCLHGGTCQD 1038 

Cavia_porc    1000 SCFNGGTCVDGINSFTCLCPPGFTGSYCQHDINECDSRPCLNGGTCQD 1047 

Cynops_pyr     990 SCFNGGTCIDGINTFTCRCPAGFIGSYCEHDVNECDSKPCLNGGTCQD 1037 

Danio_reri     989 SCFNGGTCVDGISSFSCVCLPGFTGNYCQHDVNECDSRPCQNGGSCQD 1036 

Oreochromi     991 SCFNGGTCVDGINTFTCLCLPGFTGSYCQYDINECDSKPCLNGGTCLD 1038 

cons          1009 ********:***.:*:* * .** *.**::*:*****:** :**:* * 1056 

Homo_sapie    1039 GCGSYRCTCPQGYTGPNCQNLVHWCDSSPCKNGGKCWQTHTQYRCECP 1086 

Pan_troglo    1039 GCGSYRCTCPQGYTGPNCQNLVHWCDSSPCKNGGKCWQTHTQYRCECP 1086 

Macaca_mul    1019 GCGSYRCTCPQGYTGPNCQNLVHWCDSSPCKNGGKCWQTHTQYRCECP 1066 

Mus_muscul    1039 SYGTYKCTCPQGYTGLNCQNLVRWCDSAPCKNGGRCWQTNTQYHCECR 1086 

Rattus_nor    1039 SYGTYKCTCPQGYTGLNCQNLVRWCDSAPCKNGGKCWQTNTQYHCECR 1086 

Cavia_porc    1048 SYGTYKCTCPQGYTGLNCQNLVRWCDSSPCKNGGQCWQTSTLYRCECH 1095 

Cynops_pyr    1038 SYGTYKCTCPQGFTGMNCQNLVRWCESSPCKHGGKCWQTNNLYRCECN 1085 

Danio_reri    1037 GYGTYKCTCPHGYTGLNCQSLVRWCDSSPCKNGGSCWQQGASFTCQCA 1084 

Oreochromi    1039 SYGTYKCTCPHGYTGINCQNLVRWCDSAPCKNGGLCWQQGASYTCQCQ 1086 

cons          1057 . *:*:****:*:** ***.**:**:*:***:** ***    : *:*  1104 



Homo_sapie    1087 SGWTGLYCDVPSVSCEVAAQRQGVDVARLCQHGGLCVDAGNTHHCRCQ 1134 

Pan_troglo    1087 SGWTGLYCDVPSVSCEVAAQRQGVDVARLCQHGGLCVDAGNTHHCRCQ 1134 

Macaca_mul    1067 SGWTGLYCDVPSVSCEVAAQRQGVDVAQLCQHGGLCVDAGNTHHCRCQ 1114 

Mus_muscul    1087 SGWTGVNCDVLSVSCEVAAQKRGIDVTLLCQHGGLCVDEGDKHYCHCQ 1134 

Rattus_nor    1087 SGWTGFNCDVLSVSCEVAAQKRGIDVTLLCQHGGLCVDEEDKHYCHCQ 1134 

Cavia_porc    1096 SGWTGLYCDVPSVSCKVAAQQRDIDVAYLCQHGGLCVDAGNTHHCRCQ 1143 

Cynops_pyr    1086 SGWTGLYCDVPSVSCEVAAKQQGVDVANLCRNSGLCEDTGNTHHCRCQ 1133 

Danio_reri    1085 SGWTGIYCDVPSVSCEVAARQQGVSVAVLCRHAGQCVDAGNTHLCRCQ 1132 

Oreochromi    1087 TGWTGLYCDIPSVSCEVAAKQQGVDVAHLCRNSGQCLDAGNTHYCRCQ 1134 

cons          1105 :****. **: ****:***:::.:.*: **::.* * *  :.* *:** 1152 

Homo_sapie    1135 AGYTGSYCEDLVDECSPSPCQNGATCTDYLGGYSCKCVAGYHGVNCSE 1182 

Pan_troglo    1135 AGYTGSYCEDLVDECSPSPCQNGATCTDYLGGYSCKCVAGYHGVNCSE 1182 

Macaca_mul    1115 AGYTGSYCEDLVDECSPSPCQNGATCTDYLGGYSCKCVAGYHGVNCSE 1162 

Mus_muscul    1135 AGYTGSYCEDEVDECSPNPCQNGATCTDYLGGFSCKCVAGYHGSNCSE 1182 

Rattus_nor    1135 AGYTGSYCEDEVDECSPNPCQNGATCTDYLGGFSCKCVAGYHGSNCSE 1182 

Cavia_porc    1144 AGYTGSYCEEEVDECSPSPCQNGATCTDYLGGYSCKCVAGYHGTNCSE 1191 

Cynops_pyr    1134 AGYTGSYCEEQVDECSPNPCQNGATCTDYLGGYSCECVAGYHGINCSQ 1181 

Danio_reri    1133 AGYTGSYCQEQVDECQPNPCQNGATCTDYLGGYSCECVPGYHGMNCSK 1180 

Oreochromi    1135 AGYTGSYCQEQVDECSPNPCQNGATCTDYLGGYSCECVPGYHGVNCSK 1182 

cons          1153 ********:: ****.*.**************:**:**.**** ***: 1200 

Homo_sapie    1183 EIDECLSHPCQNGGTCLDLPNTYKCSCPRGTQGVHCEINVDDCNPPVD 1230 

Pan_troglo    1183 EIDECLSHPCQNGGTCLDLPNTYKCSCPRGTQGVHCEINVDDCNPPVD 1230 

Macaca_mul    1163 EIDECLSHPCQNGGTCLDLPNTYKCSCPRGTQGVHCEINVDDCNPPVD 1210 

Mus_muscul    1183 EINECLSQPCQNGGTCIDLTNSYKCSCPRGTQGVHCEINVDDCHPPLD 1230 

Rattus_nor    1183 EINECLSQPCQNGGTCIDLTNTYKCSCPRGTQGVHCEINVDDCHPPLD 1230 

Cavia_porc    1192 ETNECLSQPCQNGGTCIDLTNTYKCSCPRGTQGVHCEINVDDCSPLHD 1239 

Cynops_pyr    1182 EINECQSHPCQNGGTCIDLVNTYKCSCPRGTQGVHCEINVDDCNPFFD 1229 

Danio_reri    1181 EINECLSQPCQNGGTCIDLVNTYKCSCPRGTQGVHCEIDIDDCSPSVD 1228 

Oreochromi    1183 EINECQSQPCQNGGTCIDLINTYKCSCPRGTQGVHCEINLDDCNPSRD 1230 

cons          1201 * :** *:********:** *:****************::*** *  * 1248 

Homo_sapie    1231 PVSRSPKCFNNGTCVDQVGGYSCTCPPGFVGERCEGDVNECLSNPCDA 1278 

Pan_troglo    1231 PVSRSPKCFNNGTCVDQVGGYSCTCPPGFVGERCEGDVNECLSNPCDA 1278 

Macaca_mul    1211 PVSRSPKCFNNGTCVDQVGGYSCTCPPGFVGERCEGDVNECLSNPCDA 1258 

Mus_muscul    1231 PASRSPKCFNNGTCVDQVGGYTCTCPPGFVGERCEGDVNECLSNPCDP 1278 

Rattus_nor    1231 PASRSPKCFNNGTCVDQVGGYTCTCPPGFVGERCEGDVNECLSNPCDP 1278 

Cavia_porc    1240 LASRSPKCFNNGTCVDQVGGYTCTCPPGFVGERCEGDVNECLSNPCDA 1287 

Cynops_pyr    1230 PVTHEPKCFNNGKCVDRVGGYNCNCLPGFVGERCEGDVNECLSNPCDP 1277 

Danio_reri    1229 PLTGEPRCFNGGRCVDRVGGYGCVCPAGFVGERCEGDVNECLSDPCDP 1276 

Oreochromi    1231 PLTNEPKCFNNGKCVDRIGGYQCVCPPGYVGERCEGDVNECLSDPCDP 1278 

cons          1249   : .*:***.* ***::*** * * .*:**************:***. 1296 



Homo_sapie    1279 RGTQNCVQRVNDFHCECRAGHTGRRCESVINGCKGKPCKNGGTCAVAS 1326 

Pan_troglo    1279 RGTQNCVQRVNDFHCECRAGHTGRRCESVINGCKGKPCKNGGTCAVAS 1326 

Macaca_mul    1259 RGTQNCVQRVNDFHCECRAGHTGRRCESVINGCKGKPCKNGGTCAVAS 1306 

Mus_muscul    1279 RGTQNCVQRVNDFHCECRAGHTGRRCESVINGCRGKPCKNGGVCAVAS 1326 

Rattus_nor    1279 RGTQNCVQRVNDFHCECRAGHTGRRCESVINGCRGKPCRNGGVCAVAS 1326 

Cavia_porc    1288 RGTQNCVQRVNDFHCECRAGHTGRRCESVIDGCKGKPCRNGGVCAVAT 1335 

Cynops_pyr    1278 RGTQNCIQLVNDYRCECRQGYSGRRCNTVVDGCKGKPCRNGGTCSVAS 1325 

Danio_reri    1277 SGSYNCVQLINDFRCECRTGYTGKRCETVFNGCKDTPCKNGGTCAVAS 1324 

Oreochromi    1279 RGSYNCIQLTNSYRCECRTGYTGQRCDKVFDGCKGRPCRNGGTCAVAS 1326 

cons          1297  *: **:*  *.::**** *::*:**:.*.:**:. **:***.*:**: 1344 

Homo_sapie    1327 NTARGFICKCPAGFEGATCENDARTCGSLRCLNGGTCISGPRSPTCLC 1374 

Pan_troglo    1327 NTARGFICKCPAGFEGATCENDARTCGSLRCLNGGTCISGPRSPTCLC 1374 

Macaca_mul    1307 NTARGFICKCPAGFEGATCENDARTCGSLRCLNGGTCISGPRSPTCLC 1354 

Mus_muscul    1327 NTARGFICRCPAGFEGATCENDARTCGSLRCLNGGTCISGPRSPTCLC 1374 

Rattus_nor    1327 NTARGFICRCPARFEGATCENDARTCGSLRCLNGGTCISGPRSPTCLC 1374 

Cavia_porc    1336 NTARGFICRCPAGFEGATCENDARTCGSLRCLNGGTCISGPRSPTCLC 1383 

Cynops_pyr    1326 NTDRGFICKCPSGFDGAICQYDSRSCGNLPCLHGGSCVSILKTSQCMC 1373 

Danio_reri    1325 NTKHGYICKCQPGYSGSSCEYDSQSCGSLRCRNGATCVSGHLSPRCLC 1372 

Oreochromi    1327 NTPHGFVCKCPPGFTGSTCEYDSRACGSLNCRNGGTCVSGHLGPRCLC 1374 

cons          1345 ** :*::*:* . : *: *: *:::**.* * :*.:*:*    . *:* 1392 

Homo_sapie    1375 LGPFTGPECQFPASSPCLGGNPCYNQGTCEPTSESPFYRCLCPAKFNG 1422 

Pan_troglo    1375 LGPFTGPECQFPASSPCLGGNPCYNQGTCEPTSESPFYRCLCPAKFNG 1422 

Macaca_mul    1355 LGPFTGPECQFPASSPCLGGNPCYNQGTCEPTSESPFYRCLCPAKFNG 1402 

Mus_muscul    1375 LGSFTGPECQFPASSPCVGSNPCYNQGTCEPTSENPFYRCLCPAKFNG 1422 

Rattus_nor    1375 LGSFTGPECQFPASSPCVGSNPCYNQGTCEPTSESPFYRCLCPAKFNG 1422 

Cavia_porc    1384 LGAFTGPECQFPASSPCMGDNPCYNQGTCEPTAESPFYRCLCPAKFNG 1431 

Cynops_pyr    1374 TAAYTGPQCQYPVSSPC-NSSPCYNGGTCKFVPEAPFYQCMCPGKFNG 1420 

Danio_reri    1373 APGFSGHECQTRMDSPC-LVNPCYNGGTCQPISDAPFYRCSCPANFNG 1419 

Oreochromi    1375 PSTFTGPECQTPTDSLC-ISNPCYNGGTCQITPDPPFFQCSCPSNFNG 1421 

cons          1393    ::* :**   .* *   .**** ***:  .: **::* **.:*** 1440 

Homo_sapie    1423 LLCHILDYSFGGGAGRDI-PPPLIEEACELPECQEDAGNKVCSLQCNN 1469 

Pan_troglo    1423 LLCHILDYSFGGGAGRDI-PPPLIEEACELPECQEDAGNKVCSLQCNN 1469 

Macaca_mul    1403 LLCHILDYSFGGGAGRDI-PPPQIEEACELPECQEDAGNKVCSLQCNN 1449 

Mus_muscul    1423 LLCHILDYSFTGGAGRDI-PPPQIEEACELPECQVDAGNKVCNLQCNN 1469 

Rattus_nor    1423 LLCHILDYSFTGAAGRDI-PPPQIEEACELPECQEDAGNKVCNLQCNN 1469 

Cavia_porc    1432 LQCHILDYSFVGGAGRDI-PPPEVEEACELPECQEDAGNKVCSLQCNN 1478 

Cynops_pyr    1421 LYCHILDYEFNGGVGQDI-IPPEIEEQCEIPVCASSSGNKICNTQCNN 1467 

Danio_reri    1420 LLCHILDYSFSGGQGRDIAPPVEVEIRCEIAQCEGRGGNAICDTQCNN 1467 

Oreochromi    1422 LLCHILDYSFVGGFGRDITPPPEVEMSCEIPQCDEFAGNHICNSVCNN 1469 

cons          1441 * ******.* *. *:**  *  :*  **:. *   .** :*.  *** 1488 



Homo_sapie    1470 HACGWDGGDCSLNFNDPWKNCTQSLQCWKYFSDGHCDSQCNSAGCLFD 1517 

Pan_troglo    1470 HACGWDGGDCSLNFNDPWKNCTQSLQCWKYFSDGHCDSQCNSAGCLFD 1517 

Macaca_mul    1450 HACGWDGGDCSLNFNDPWKNCTQSLQCWKYFSDGHCDSQCNSAGCLFD 1497 

Mus_muscul    1470 HACGWDGGDCSLNFNDPWKNCTQSLQCWKYFSDGHCDSQCNSAGCLFD 1517 

Rattus_nor    1470 HACGWDGGDCSLNFNDPWKNCTQSLQCWKYFSDGHCDSQCNSAGCLFD 1517 

Cavia_porc    1479 HACGWDGGDCSLNFNDPWKNCSQSLQCWKYFSDGRCDSQCNSAGCLFD 1526 

Cynops_pyr    1468 HACGWDGGDCSLNFNDPWKNCTQSLQCWKYFNDGKCDSQCNNAGCLYD 1515 

Danio_reri    1468 HACGWDGGDCSLNFDDPWQNCSAALQCWRYFNDGKCDEQCATAGCLYD 1515 

Oreochromi    1470 HACGWDGGDCSLNFDDPWQNCSSALQCWRYFNDGKCDGQCNSPGCLYD 1517 

cons          1489 **************:***:**: :****:**.**:** ** ..***:* 1536 

Homo_sapie    1518 GFDCQRAEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGLDCAEHV 1565 

Pan_troglo    1518 GFDCQRAEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGLDCAEHV 1565 

Macaca_mul    1498 GFDCQRAEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGLDCAEHV 1545 

Mus_muscul    1518 GFDCQLTEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGLDCAEHV 1565 

Rattus_nor    1518 GFDCQLTEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGLDCAEHV 1565 

Cavia_porc    1527 GFDCQHAEGQCNPLYDQYCKDHFSDGHCDQGCNSAECEWDGLDCAEHV 1574 

Cynops_pyr    1516 GFDCQKVEVQCNPLYDQYCRDHFQDGHCDQGCNNAECEWDGLDCSNNM 1563 

Danio_reri    1516 GFDCQRLEGQCNPLYDQYCRDHYADGHCDQGCNNAECEWDGLDCADDV 1563 

Oreochromi    1518 GFDCQGQEGQCNPLYDQYCKDHYADGHCDQGCNNAECEWDGLDCANNM 1565 

cons          1537 *****  * **********:**: *********.**********::.: 1584 

Homo_sapie    1566 PERLAAGTLVVVVLMPPEQLRNSSFHFLRELSRVLHTNVVFKRDAHGQ 1613 

Pan_troglo    1566 PERLAAGTLVVVVLMPPEQLRNSSFHFLRELSRVLHTNVVFKRDAHGQ 1613 

Macaca_mul    1546 PERLAAGTLVVVVLMPPEQLRNSSFHFLRELSRVLHTNVVFKRDAHGQ 1593 

Mus_muscul    1566 PERLAAGTLVLVVLLPPDQLRNNSFHFLRELSHVLHTNVVFKRDAQGQ 1613 

Rattus_nor    1566 PERLAAGTLVLVVLLPPDQLRNNSFHFLRDVSHVLHTNVVFKRDAQGQ 1613 

Cavia_porc    1575 PERLAAGTLVVVVLLPPEQLRNNSFHFLRELSRVLHTNVVFKRDAQGQ 1622 

Cynops_pyr    1564 PEKLADGTLVIVVLTPPELLKNNSFNFLRELSRVLHTNVVFKKDSKGE 1611 

Danio_reri    1564 PQKLAVGSLVLVVHIPPDELRNRSSSFLRELSSLLHTNVVFRRDANGE 1611 

Oreochromi    1566 PEKLADGHLVLVVHIPPDELKNRSSAFLRELSSVLHTNVVFRRDAKGE 1613 

cons          1585 *::** * **:**  **: *:* *  ***::* :*******::*::*: 1632 

Homo_sapie    1614 QMIFPYYGREEELRKHPI-KRAAEGW----A-APDALLGQVKASLLPG 1655 

Pan_troglo    1614 QMIFPYYGREEELRKHPI-KRAAEGW----A-APDALLGQVKASLLPG 1655 

Macaca_mul    1594 QMIFPYYGREEELRKHPI-KRAAEGW----A-APEALLGQVKASLLPG 1635 

Mus_muscul    1614 QMIFPYYGHEEELRKHPI-KRSTVGW----A-T---------SSLLPG 1646 

Rattus_nor    1614 QMIFPYYGREEELRKHPI-KRSAVGW----A-T---------TSLLPG 1646 

Cavia_porc    1623 QMIFPYYGREEELRKHPI-KRSAPGW----A-TPGSLLGQAAASLLTS 1664 

Cynops_pyr    1612 YMIIPYYGSDEELTKHHI-KRSTETW----SDVSTNVFNKVKMSLYT- 1653 

Danio_reri    1612 ALIFPYYGSEHELSKH---KRS--DW----T-DPGQLMQRARRSLT-- 1647 

Oreochromi    1614 PMIFPYYGNEQDLVKHNVLKRSADGWPDWAS-MPASVLDQVKDGVS-- 1658 

cons          1633  :*:**** :.:* **   **:   *    :            .:    1680 



Homo_sapie    1656 GSEGGRRRRELDPMDVRGSIVYLEIDNRQCVQASSQCFQSATDVAAFL 1703 

Pan_troglo    1656 GSEGGRRRRELDPMDVRGSIVYLEIDNRQCVQASSQCFQSATDVAAFL 1703 

Macaca_mul    1636 GGGGGRRRRELDPMDVRGSIVYLEIDNRQCVQASSQCFQSATDVAAFL 1683 

Mus_muscul    1647 -TSGGRQRRELDPMDIRGSIVYLEIDNRQCVQSSSQCFQSATDVAAFL 1693 

Rattus_nor    1647 -TNGGRQRRELDPMDIHGSIVYLEIDNRQCVQSSSQCFQSATDVAAFL 1693 

Cavia_porc    1665 -EGPGRQRRELDPMDIRGSIVYLEIDNRQCVQLSSQCFQSATDVAAFL 1711 

Cynops_pyr    1654 -SSNGRQRRELDQNEIKGSIVYLEIDNRQCFQSSLQCFQSATDVAAFL 1700 

Danio_reri    1648 SFLKPRTRRELDHMEVKGSIVYLEIDNRQCFQQSDECFQSATDVAAFL 1695 

Oreochromi    1659 SIVSSRKRRELDPLQIKGSVVYLEIDNRQCYQQSTECFQSATDVAAFL 1706 

cons          1681      * *****  :::**:********** * * :************ 1728 

Homo_sapie    1704 GALASLGSLNIPYKIEAVQSETVEPPPP-AQLHFMYVAAAAFVLLFFV 1750 

Pan_troglo    1704 GALASLGSLNIPYKIEAVQSETVEPPPP-AQLHFMYVAAAAFVLLFFV 1750 

Macaca_mul    1684 GALASLGSLNIPYKIEAVQSESVEPPPP-AQLHFMYVAAAAFVLLFFV 1730 

Mus_muscul    1694 GALASLGSLNIPYKIEAVKSEPVEPPLP-SQLHLMYVAAAAFVLLFFV 1740 

Rattus_nor    1694 GALASLGSLNIPYKIEAVKSETVEPPLP-SQLHLMYVAAAAFVLLFFV 1740 

Cavia_porc    1712 GALASLGSLNIPYKIEAVQSETVEPPPP-SQLHLMYLIGAAFVLLFFV 1758 

Cynops_pyr    1701 GALASHGNLNIPYKIEAVKSETGEPSKG-PPLYLMYVLVVALVVLAFI 1747 

Danio_reri    1696 GALASSGNLNVPYIIEAVTSEG-GPPKT-GEMYPMFLVLLALAVLALA 1741 

Oreochromi    1707 GALATSGNLNVPY-IEAVTSV--RPTPSGSELYPMYIVFLGLAALGFI 1751 

cons          1729 ****: *.**:** **** *    *.     :: *::   .:. * :  1776 

Homo_sapie    1751 GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPLGEDSVGLKPLK 1798 

Pan_troglo    1751 GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPLGEDSVGLKPLK 1798 

Macaca_mul    1731 GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPLGEDSVGLKPLK 1778 

Mus_muscul    1741 GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPLGEDSVGLKPLK 1788 

Rattus_nor    1741 GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPLGEDSVGLKPLK 1788 

Cavia_porc    1759 GCGVLLSRKRRRQHGQLWFPEGFKVSEASKKKRREPLGEDSVGLKPLK 1806 

Cynops_pyr    1748 GVGVLVSRKRHREHGQLWFPEGFKVTETNKSKRRPPLGEDSVGLKPLK 1795 

Danio_reri    1742 AVGVVVSRKRKREHGQLWFPEGFKVNEP-KKKRREPVGEDSVGLKPLK 1788 

Oreochromi    1752 CLGVLVSRKRRREHGQLWFPEGFKASEPSKKKRSEPLGEDSVGLKPMK 1799 

cons          1777   **::****:*:***********..*. *.**  *:*********:* 1824 

Homo_sapie    1799 NASDGALMDDNQNEWGDED-LETKKFRFEEPVVLPDLDDQTDHRQWTQ 1845 

Pan_troglo    1799 NASDGALMDDNQNEWGDED-LETKKFRFEEPVVLPDLDDQTDHRQWTQ 1845 

Macaca_mul    1779 NASDGALMDDNQNEWGDED-LETKKFRFEEPVVLPDLDDQTDHRQWTQ 1825 

Mus_muscul    1789 NASDGALMDDNQNEWGDED-LETKKFRFEEPVVLPDLSDQTDHRQWTQ 1835 

Rattus_nor    1789 NASDGALMDDNQNEWGDED-LETKKFRFEEPVVLPDLDDQTDHRQWTQ 1835 

Cavia_porc    1807 NVSDGALMDDNQNEWGDED-LEAKKFRFEEPVVLPDLDDQTDHRQWTQ 1853 

Cynops_pyr    1796 NSTD--LMDDNQTEWGDEETLDSKRFRFEQEAMLPDMNDQTDRRQWTQ 1841 

Danio_reri    1789 N-SDSSLMDEQLSEWAEDD-TN-KRFRFEGQSIL-EMSGQLDHRQWTQ 1832 

Oreochromi    1800 H-SDMNLMDDNQNEWEDED-PECKRFRFEEQAML-DLGDHTDHRKWTQ 1844 

cons          1825 : :*  ***:: .** :::  : *:****   :* ::..: *:*:*** 1872 



Homo_sapie    1846 QHLDAADLRMSAMAPTPPQGEVDADCMDVNVRGPDGFTPLMIASCSGG 1893 

Pan_troglo    1846 QHLDAADLRMSAMAPTPPQGEVDADCMDVNVRGPDGFTPLMIASCSGG 1893 

Macaca_mul    1826 QHLDAADLRMSAMAPTPPQGEVDADCMDVNVRGPDGFTPLMIASCSGG 1873 

Mus_muscul    1836 QHLDAADLRMSAMAPTPPQGEVDADCMDVNVRGPDGFTPLMIASCSGG 1883 

Rattus_nor    1836 QHLDAADLRVSAMAPTPPQGEVDADCMDVNVRGPDGFTPLMIASCSGG 1883 

Cavia_porc    1854 QHLDAADLRVSAMAPTPPQGEVDADCMDVNVRGPDGFTPLMIASCSGG 1901 

Cynops_pyr    1842 QHLDAADLRISSMAPTPPQGEIDPDCLDVNVRGPDGFTPLMIASCSGG 1889 

Danio_reri    1833 QHLDAADLRLNSMAPTPPQGQIENDCMDVNVRGPDGFTPLMIASCSGG 1880 

Oreochromi    1845 QHLDAADLRIESIAPTPPQGDIENGCMDVNVRGPDGFTPLMIASCSGG 1892 

cons          1873 *********:.::*******::: .*:********************* 1920 

Homo_sapie    1894 GLETGNSEEEEDAPA-VISDFIYQGASLHNQTDRTGETALHLAARYSR 1940 

Pan_troglo    1894 GLETGNSEEEEDAPA-VISDFIYQGASLHNQTDRTGETALHLAARYSR 1940 

Macaca_mul    1874 GLETGNSEEEEDAPA-VISDFIYQGASLHNQTDRTGETALHLAARYSR 1920 

Mus_muscul    1884 GLETGNSEEEEDAPA-VISDFIYQGASLHNQTDRTGETALHLAARYSR 1930 

Rattus_nor    1884 GLETGNSEEEEDAPA-VISDFIYQGASLHNQTDRTGETALHLAARYSR 1930 

Cavia_porc    1902 GLETGNSEEEEDAPA-VISDFIYQGASLHNQTDRTGETALHLAARYSR 1948 

Cynops_pyr    1890 GLETGNSEEEEDASANVISDFLYQGANLHNQTDRTGETALHLAARYAR 1937 

Danio_reri    1881 GLENENGEAEEDPSADVITDFIYHGANLHNQTDRTGETALHLAARYAR 1928 

Oreochromi    1893 GLENGNSEEEEDPSAEIISDFIYQGANLHNQTDRTGETALHLAARYAR 1940 

cons          1921 ***. *.* ***..* :*:**:*:**.*******************:* 1968 

Homo_sapie    1941 SDAAKRLLEASADANIQDNMGRTPLHAAVSADAQGVFQIL 1980 

Pan_troglo    1941 SDAAKRLLEASADANIQDNM-------------------- 1960 

Macaca_mul    1921 SDAAKRLLEASADANIQDNMGRTPLHAAVSADAQGVFQIL 1960 

Mus_muscul    1931 SDAAKRLLEASADANIQDNMGRTPLHAAVS---------- 1960 

Rattus_nor    1931 SDAAKRLLEASADANIQDNMGRTPLHAAVS---------- 1960 

Cavia_porc    1949 SDAAKRLLEASA---------------------------- 1960 

Cynops_pyr    1938 SDAAKRLLEASANANVQDNMGRT----------------- 1960 

Danio_reri    1929 SDAAKRLLESCADANVQDNMGRTPLHAAVAAD-------- 1960 

Oreochromi    1941 SDAAKRLLESSADANVQDNM-------------------- 1960 

cons          1969 *********:.*                             2008 


